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Acidovorax citrulli Intercepted During Japanese Import Plant Inspections of Cucurbita maxima Seeds from
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Abstract: In 2024, Acidovorax citrulli, the causal agent of bacterial fruit blotch, was detected in Cucurbita maxima
(squash) seeds originating from Malaysia during Japanese plant import inspections. The bacterial strains were
isolated from seeds using the grow-out method. The bacteriological characteristics of the isolates were consistent
with those of 4. citrulli, and phylogenetic analysis based on the sequence of the pi/T gene showed that the strains
clustered with known A. citrulli strains. Furthermore, pathogenicity tests confirmed that the isolates caused disease
symptoms in cucurbit plants, and the inoculated strains were successfully re-isolated. These results identified the
isolates as A. citrulli. Although previous publications and other sources have suggested that this pathogen may occur

in Malaysia, no detailed reports based on actual isolation have been documented. This case strongly suggests the

presence of A. citrulli in Malaysia.
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iAEEw b API2ONE (Y A 2 — - ¥y 8 Uik att, 1)
HWCHEFENERORE LT o720 REIEF v MEETO
TERIZHE - THT V. 553850 APRONE 707 1 — )V A ¥ 5y
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Fig. 1. Squash seedlings 7-14 days after sowing in the grow-out
assay (A, B).
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Fig. 2 . Inoculated symptoms on Squash cv. Ebisu (a, d, g), Melon cv. Andes (b, e, h), and Watermelon cv. Akanikuodamasuika C-A (c, {, 1)
leaves 7 days after wound inoculation with isolates A237 and A239 (a—f) and the positive control (g—i).
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14 T By & BT R

& Fo7E o 627

(AR A MBI~ L — 2 T A%BI (2025 4E 12 A 23 Hjitifr) &
ﬂf:o
FASE DS AT DRI D A citrulli 15 FREW L, 1TE AL

W OIRRETEA SN D25, EOHNRE» S EEOHED Lo
FIZk v, D720, A citrulli D2 A% B I3k 5: itk
ERB LT ZMEMREIC L 2R OMBIPERE L D, D7

Fig. 3 . Phylogenetic trees of isolates A237 and A239, A. konjaci, A. avenae, A. oryzae, A. cattleyae, and A. citrulli constructed using the
maximum-likelihood method based on 421 bp pilT sequences. Numbers at nodes indicate bootstrap values (>50%) from 1,000
replicates, and scale bars represent 0.01 substitutions per site. Strain number, accession number, and sequence source are shown

in parentheses.
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